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MbDNA'’s low toxicity enables improved... The mbDNA process is...
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MmbDNA's high efficiency ensures... Scaled up process maintains...
High HDR Improvement over dsDNA Improvement over sSDNA | Increased edited cell yields mbDNA’s editing efficiency
CRISPR knock-in efficiencies in primary T cells CRISPR knock-in efficiencies in primary T cells Edited primary T cells yields CRISPR knock-in efficiencies in primary T cells
m MbDNA (SS)Q 5 . —_— 5x10°- 40 40
50— 80— m dbDNA (dS) eocoosacecs — : m Linear ssDNA g T a MbDNA (ss) Q | 4 pmol |
DAY 5 = 4- : bDNA S 4x10°- mbDNA
40— 60— m pDNA (ds) T : " O m dbDNA (ds) eococasosoco 30- 30—
< . post-EP % + HDR enhancers D 3- ' O @ 3x106- a PDNA (ds) g | g
= DAY 2 i 3 ; J J
O 5 40 O . : E e106d B g 20 g 20
Z %7 < = | | ¢ Closed= o < ] <
™~ 20 S 14 ! more stable @ 1x10°- 10- 10+
L X o +CTS= < _ ] ]

O—T—T—T T T T O——r—T-T1 T 1 1 oéé 25'2; 55 enhanced 0 éé; > 5 7 ééi 0 | T 0 T |
OV OO OO 1248 1248 1248 nuclear _ 2.5 mg 10 mg #1 10 mg #1 10 mg #2
POV AP nMmbDNA ug of DNA 160 NM 40 nM trafficking Days post cell electroporation mbDNA Batch mbDNA Batch

¢ Potential to introduce increasing mbDNA ¢ 75% knock-in in primary T-cells ¢ Outperforms competitor’s linear ssDNA ¢ Potential to introduce increasing mbDNA ) ¢ Successtul tech transfer from R&D to develo?men_t (DEV)
concentrations for higher K ¢ Outcompetes dsDNA (pDNA and dbDNA) ¢ Produces 4-fold higher HDR rates concentrations for higher cell yields ° Process changes towards scale up retain mbDNA's editing profile
o Rivals AAV efficiencies 9 Production in scale-up program maintains consistency
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